RadioabTrace: A Radiomic—Protein Trajectory Model for Early Lung Adenocarcinoma
Progression
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BACKGROUND RESULTS & CONCLUSION

Management of early lung adenocarcinoma (LUAD)
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METHODS
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This retrospective cohort study included 307
patients diagnosed with LUAD between 2020 and
2022. RadioabTrace integrated CT radiomics and a =15
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features were embedded into a topology-guided Figure 2. RadioabTrace reconstructs AIS-MIA-IAC progression as a continuous branching trajectory. progression as a continuous trajectory.
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