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DISCUSSION:
Survival declined markedly with advancing disease stage.
Median overall survival was 28 months for Stage I/II, 18
months for Stage III, and 8 months for Stage IV disease,
while 12-month mortality reached 63% among patients
with Stage IV disease. In the multivariable analysis, Stage IV
disease and an ECOG performance status of 3–4 were
independent predictors of death within 12 months,
highlighting the adverse effects of late presentation and
poor functional status.4

Patients with negative molecular-testing results had a
higher risk of early death than those with EGFR mutations.
The longer survival observed in EGFR-mutated disease
likely reflects the clinical benefit and availability of targeted
therapies. These findings support earlier diagnosis, timely
molecular characterization, and equitable access to
targeted treatments in resource-constrained settings.
Broader genomic profiling may also identify AGAs among
patients whose initial limited-panel testing yields negative
results.

However, this study is limited by its retrospective nature,
single-centre study design, limited NGS testings, missing
data, and changes in treatment availability and access
during the study period.

CONCLUSION:
Disease stage, performance status, and molecular-testing
results were important determinants of survival in this real-
world NSCLC cohort. Patients with Stage IV disease, poor ECOG
performance status, or undetected AGA were at greatest risk of
early mortality. Strategies promoting earlier diagnosis,
molecular profiling, and improved access to targeted therapies
are needed to improve NSCLC outcomes in developing
countries.
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This retrospective study examined data of patients
diagnosed with NSCLC between January 2017 and
December 2023 at a tertiary referral centre. Demographic,
clinicopathological, and molecular-testing data were
extracted from medical records. Patients were stratified
into Stage I/II, Stage III, and Stage IV groups. Descriptive
and multivariable analyses were performed to evaluate
factors associated with overall survival. Statistical analyses
were performed using JAMOVI.
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Non-small cell lung cancer (NSCLC) remains a leading cause
of cancer mortality, with survival influenced by disease
stage, performance status, tumour histology, and
molecular characteristics.1 Advances in molecular testing
and targeted therapy have improved outcomes for patients
with actionable genomic alterations (AGA).2However, real-
world evidence from developing countries remains limited,
where delayed presentation and unequal access to
molecular profiling and targeted treatments may affect
survival.3 Identifying stage-specific clinical and molecular
factors associated with prognosis is therefore essential.
This study evaluated factors associated with overall
survival among patients with Stage I–IV NSCLC in a real-
world, resource-limited setting.

RESULTS

• Among 577 patients, 62 had Stage I/II, 73 had Stage III, and
442 had Stage IV disease. The mean age at diagnosis was
63.2 years; patients with Stage I/II disease were significantly
older than those with Stage IV disease (66.2 vs 62.5 years;
p=0.011).

• Overall, EGFR mutation is the most common AGA detected,
present in 52.8% patients. Most patients were tested by
single gene testing (81.6%).

• Median overall survival decreased with advancing stage: 28
months for Stage I/II, 18 months for Stage III, and 8 months
for Stage IV disease. Twelve-month mortality was
significantly highest among patients with Stage IV disease
(p<0.001).

• Poor ECOG performance status and negative molecular-
testing results were associated with poorer survival
(p=0.008). Conversely, EGFR-sensitising mutations were
associated with longer survival, particularly among patients
with Stage IV disease (p=0.001).
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Figure 4: Overall survival by molecular results
Figure 5: Predictors of Death Within 12 Months (Multivariable Logistic Regression)
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