P1.066: A Four-Protein Plasma Signature for Lung Cancer Risk Stratification in Individuals with
COPD

Wenqi Huang!, Hhuizhe Li', Xiacong Deng?, Meihua Li', Junyi Lu?, Dong Yu?, Hailing Zhang', Xintong Huang', Yaqi Mao', Shangwen He', Fan Yang?', Xiaoyue Ge', IASLC 2026 World
Xuanchen Zhu?, Jihong Huang', Jiarun Lin?, Lu Yuan', Junxin Wu?, Laiyu Liu®* Conference on Lung Cancer
Correspondence: liulaiyu@sina.com; 494435398@163.com
1 Department of Respiratory and Critical Care Medicine, Nanfang Hospital, Southern Medical University, Guangzhou, China

SEPTEMBER 12 - 15, 2026
SEOUL, REPUBLIC OF KOREA

INTRODUCTION DISCUSSION AND CONCLUSION RESULTS

Individuals with chronic obstructive

_ . A parsimonious four-protein plasma The matched analysis included 129 incident lung cancer cases and 516 controls.
!Dntgrmeggzgyriskdg??j: ce(lgc?eFr)Db)ut Cellirneica”at signature was consistently associated Stability selection identified a four-protein signature comprising CEACAMG6, EDIL3, SCIN,
cul tools for id t'?‘ . th, ¢ high yt with incident lung cancer anc and SH3GL3. CEACAMG6 and EDIL3 were positively associated with incident lung cancer,
zzi - reomo:inor |Iin3?eldym%\/eOsajestilgaésd improved risk discrimination beyonc whereas SCIN and SH3GL3 were inve_rsely associated, with ORs of 1.94, 1.72, 0.73, and
whether plasma rotéomics could identif conventional clinical variables anc 0.75, respectively; corresponding HRs in full-cohort Cox models were 3.19, 3.13, 0.66, and
p p y lung function in patients with COPD. 0.82. Associations remained significant after excluding events within 1 or 2 years of

a reproducible biomarker panel for incident

baseline. In the unmatched COPD cohort (n=1,524: 84 cases), higher predicted-risk
lung cancer risk stratification in COPD. ( ), hig predi |

quartiles showed progressive case enrichment. The combined model improved
discrimination (AUC 0.785 vs 0.694; P=6.38x10-°) and reclassification (NRI 0.675; IDI

0.053), with greater net benefit across clinically relevant risk thresholds.

 These findings support the potential
utility of this signature for improving
lung cancer risk assessment in this
high-risk population.
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