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Clinical context
Advanced NSCLC outcomes remain heterogeneous
despite EGFR-targeted therapy and immunotherapy-
based 1L regimens.
Why baseline labs?
Albumin, NLR, sodium, and hemoglobin are 
inexpensive, routinely available, and may reflect 
inflammation, nutrition, organ reserve, and systemic 
disease burden.
Study question
We tested whether routine baseline laboratory markers
add incremental prognostic discrimination beyond 
clinicopathologic features.

Cohort and predictors
Multicenter real-world advanced NSCLC cohort: N=613
with baseline clinical variables and pretreatment 
laboratory markers at 1L initiation.
Model framework
Three Cox models were compared: clinical-only, 
laboratory-only, and combined clinicopathologic-plus-
laboratory model.
Validation and metrics
Internal validation used stratified 5-fold cross-
validation; performance was assessed by Harrell C-
index and 12-month time-dependent AUC.
Model comparison
Fold-wise paired comparisons quantified the 
incremental value of adding laboratory markers to 
clinical predictors.
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Increment over clinical-only model
Validation C-index: 0.697 → 0.717 (Δ +0.020; P=0.017)
Validation 12-month AUC: 0.685 → 0.732 (Δ +0.047; 
P=0.008)
Conclusion: routine labs added modest incremental 
prognostic discrimination.

Figure 1. Prognostic factors across the three Cox models.

Clinical meaning
Baseline labs add systemic information not fully 
captured by stage or metastasis pattern.
Limitations
Internal validation only; external validation is 
required before clinical use.

Figure 2. Training and validation discrimination across models.

Fig. 1 key
Albumin remained protective in the 
combined model (HR≈0.97, 
P=0.019).
Bone and liver metastases were 
consistent adverse predictors.

Fig. 2A key
Combined model had the best 
validation C-index: 0.717 vs 0.697
clinical-only.
Increment: Δ+0.020; P=0.017.

Fig. 2B–C key
Validation 12-month AUC was 
highest for the combined model: 
0.732.
ΔAUC vs clinical-only: +0.047; 
P=0.008.


