Baseline Laboratory Markers Improve Prognostic Discrimination Py
in Advanced NSCLC: A Multicenter Real-World Analysis
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Clinical context o .
Ad 4 NSCLC out O pot Characteristic Overall TKI ICI CT/other Increment over clinical-only model Clinical _
vance OUICOmes remain heterogeneous Validation C-index: 0.697 — 0.717 (A +0.020; P=0.017) e e e
despite EGFR-targeted therapy and immunotherapy- Validation 12-month AUC: 0.685 — 0.732 (A +0.047; aseline labs add systemic information not fully
based 1L regimens. N 613 267 133 213 P=0.008) captured by stage or metastasis pattern.
Why baseline labs? Conclusion: routine labs added modest incremental kvlt?r:vt;t\l/c;?;a tion onlv- external validation is
Albumin, NLR, sodium, and hemoglobin are Age, median (range) 62 (14-88) 61 (33-85) 64 (34-82) 62 (14-87) prognostic discrimination. required before CliniCc’:)i//’ Use
inexpensive, routinely available, and may reflect
inflammation, nutrition, organ reserve, and systemic Male sex, n (%) 372 (60.7) 112 (41.9) 107 (80.5) 153 (71.8)
disease burden.
Study question Ever smoker, n (%) 204 (33.3) 45 (16.9) 62 (46.6) 97 (45.5)
We tested whether routine baseline laboratory markers Laboratory-only (1L star Combined
ac.ld. mcrementfal prognostic discrimination beyond Never smoker. n (%) 304 (49.6) 173 (64.8) 45 (33.8) 86 (40.4) | S craten ottty o] | ot HLL27116:139) /F N \
clinicopathologic features. ey ] 131120150 ain ] W RO 0% | L Ig. 1 Key
| e | Sone elasiads(resvsNol) [ e ger Albumin remained protective in the
Adenocarcinoma, n (%) 460 (75.0) 242 (90.6) 72 (54.1) 146 (68.5) N N e VI R | a9 (1140 combined model (HR=0.97,
' HR 1.80 (1.99-2.31) i o i HR 0.97 (0.94-0.99) P=0.019)
s (%) 97 (15.8) 11 (4.1) 44 (33.1) 42 (19.7) B I LR 5 S I L L Bone and liver metastases were
quamous, h (" - : - - ' wr| ol MR102(100-1.00 s ot I.i:gi%?g(o.%o.%) consistent adverse predictors.
E E NLRA :H HR 1.03 (1.00-1.06)
METHODS Stage IV, n (%) 536 (87.4) 257 (96.3) 117 (88.0) 162 (76.1) st e RO e T
i 9 9 i e Hemoglobin (per 10 g/L) ui ;'j%%g; (0.95-0.99) \ /
_ Metastatic sites, median (IQR)  2.0(1.0-3.0)  3.0(2.0-40)  2.0(10-3.0)  2.0(L.0-3.0) | o " azara Rato (g scale) | o
COhOI’t and predlctors Figure 1. Prognostic factors across the three Cox models.
Multicenter real-world advanced NSCLC cohort;: N=613 Figure 2. Training and validation discrimination across models.
. . - . B tastasis, n (% 350 (57.1 185 (69.3 72 (54.1 93 (43.7
with baseline clinical variables and pretreatment T TS EE Ml B Joael Frell sl An
. g . Clinical-onl
laboratory markers at 1L initiation. . A — ke / \
Model framework Liver metastasis, n (%) 157 (25.6) 76 (28.5) 28 (21.1) 53 (24.9) 080 Fig. 2A key
Three Cox models were compared: clinical-onl o Sl L (e NS S Sre
pared. ¢ Y | | ok validation C-index: 0.717 vs 0.697
laboratory-only, and combined clinicopathologic-plus- Brain metastasis, n (%) 225 (36.7) 128 (47.9) 37(27.8) 60 (28.2) 0717 clinical-only
laboratory model. S o | . e
Jratory _ g oo Increment: A+0.020; P=0.017.
Validation and metrics 1L duration, d, median (IQR) ~ 30.0(1.0-136.0) 53.5(1.0-422.8) 345 (4.5-113.8) 22.0(1.0-68.0) S e
Internal validation used stratified 5-fold cross- 0.65 - 0.638
\_/alldatlon; performan.ce was assessed by Harrell C- Death events, n (%) 219(35.7)  89(333) 45 (33.8) 85 (39.9)
index and 12-month time-dependent AUC. o
Modelicomp.arlson _ - 0S from 1L, mo, median (IQR)  21.2(9.6-40.0)  29.1(13.2-47.3) 16.1(8.9-24.6) 17.3(7.2-33.3) 0.55 - \ /
FOId-Wlse palred Comparlsons quantlfled the Clinical L;b Combined Clinical Li:lb Combined
incremental value of adding laboratory markers to o o o o
clinical predictors. 10 10 : \
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Workflow Validation 12-month AUC was
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