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» Tissue Is the standard specimen for
molecular testing in lung cancer, but
adequate biopsy samples are not always
available in clinical practice'-2.

» Pleural effusion (PE) I1s a common
manifestation of advanced lung cancer and
may provide tumor-associated molecular
information. However, evidence for its
clinical utility remains limited, particularly
from large-scale systematic studies3-4.

» We evaluated the utility and application
scenarios of PE for molecular testing in
advanced lung cancer.

» We retrospectively enrolled 355 patients with stage

IlI-1V lung cancer from three independent cohorts
(TEPC, TJCH, and CNC), including PE, tissue, and
plasma samples.

» The TEPC cohort included 98 cytology-positive PE

cases with matched tissue, the TJCH cohort
included 72 cytology-positive PE cases with
matched plasma and an additional 124 unpaired
tissue samples, and the CNC cohort included 36
cytology-negative PE cases, including 16 with
matched tissue.

» All samples underwent targeted next-generation

sequencing using 168- or 520-gene panels.
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» Cytology-positive PE demonstrated high genomic concordance with L‘*-LL Sample N testing in advanced lung cancer. |
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response to tissue-based testing (Fig 2).
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