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INTRODUCTION DISCUSSION AND CONCLUSION RESULTS

* Molecular pathology testing has assumed a
central role in the diagnosis and treatment
selection in lung cancer.

* The observed biomarker distribution,
together with the high number of
performed analyses, indicates that a

* This study includes 19,915 patients with a registered diagnosis of stage IV NSCLC
(WHO performance status 0-4) between January 1, 2014, and December 31, 2025.

* Over the past decade, Sweden has large pr.oportlon of the patient * A high proportion of patients underwent molecular testing across biomarkers, with
demonstrated a high and Increasing testing population undergoes molecular testing rates ranging from 46% for HER2 ampilification to 81% for PD-L1 throughout the
coverage, along with a rapid implementation testing. test period (Figure 1a).
of new biomarkers.
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Figure 1b. Proportion of patients undergoing biomarker testing over time
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« The NLCR is a clinical population-based * In recent years, following the introduction of reflex testing, the proportion of patients

registry where 98% of all patients diagnosed tested for relevant biomarkers has increased substantially, with current testing rates
with lung cancer in Sweden are registered. REFERENCES & ACKNOWLEDGEMENTS reaching 80—90% (Figure 1b)
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orogression-free and overall survival. ALK (3.6%). Other actionable alterations were less common (Figure 2).
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