SNUH EJ P2.130: Spatial Transcriptomic Immune-Stromal Contexture
Associated With Durable Clinical Benefit in ICB-Treated Lung Adenocarcinoma

SEOUL NATIONAL UNIVERSITY Heesoo Yoon!, Jin-Wook Choi?, Sejoon Lee?, Jin-Haeng Chung?, Hyojin Kim'~ IASLC 2026 World

BUNDANG HOSPITAL ' Department of Pathology, Seoul National University Bundang Hospital, Seongnam, Republic of Korea Conference on Lung Cancer

2 Precision Medicine Center, Seoul National University Bundang Hospital, Seongnam, Republic of Korea
Correspondence: hyojinkim7137@gmail.com

«» Although immune checkpoint blockade (ICB) has improved outcomes in lung cancer, many tumors remain resistant. It is still Figure 1. Distinct pretreatment TME programs characterize acquired versus primary resistance.
unclear how the tumor microenvironment (TME) is spatially remodeled during ICB and whether such remodeling differs (A) Spatial maps of the TLS-15 signature and the M2 resistance program (B) Box-and-violin plots of TLS-15
according to treatment response and resistance. and M2 scores in AR and PR. (C) Linear mixed-effects model estimates of module scores in TME and cancer
<+ In this study, we investigated the spatial TME features associated with resistance in lung adenocarcinoma. compartments. (D) Patient-level Hedges’ g effect sizes.
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Abbrewatlons. AR, acquired resistance; PR, primary resistance; TME, tumor microenvironment; TLS, tertiary lymphoid structure; IFN-y, interferon-gamma; TIS, tumor
At/ inflammation signature; T/NK, T cell/natural killer cell; MDSC, myeloid-derived suppressor cell; myCAF, myofibroblastic cancer-associated fibroblast; EMT, epithelial-
mesenchymal transition; Cl, confidence interval.

Figure 2. Spatial concordance between independently defined TLS foci. (A) Jaccard concordance index
REFERENCES between LISA-derived hotspot foci and B/T-cell-derived TLS-like foci across all seven pre-treatment samples.
DISCUSSION AND CONCLUSION (B) Representative section (P1, AR) with spatial map of the TLS-15 module score, (C) LISA-derived hotspot
foci, and (D) B/T-cell-derived TLS-like foci for the same section.
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Artificial Intelligence (Al) Use Disclaimer potential source of predictive biomarkers
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this work.
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