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Figures 1. (A) Dynamic changes of plasma EBV DNA load after C2, C4 and C6 treatment. (B) Comparison of ORR and DCR between different C2/baseline EBV DNA ratio groups. (C) Changes of
C2/baseline EBV DNA ratios among patients with different therapeutic response. (D) Kaplan-Meier survival curve of PFS in the different C2/baseline EBV DNA ratio groups. (E) Kaplan-Meier survival
curve of OS in the different C2/baseline EBV DNA ratio groups.
Abbreviations: C2, cycle 2; ORR, objective response rate; DCR, disease control rate; PR, partial response; SD,stable disease; PD, progressive disease; PFS, progression-free survival; OS, overall survival.
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