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OBJECTIVE: To

Immune and Transcriptomic Signatures Predict Prognosis

in Neoadjuvant Immunotherapy of Lung Cancer

Yixin Liu, Fangjun Chen, Shu Su, Xin Lv, Lianjie Li, Mengging Wang, Lifeng Wang
Nanjing Drum Tower Hospital, the Affiliated Hospital of Nanjing University Medical School, Nanjing, China
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prognosis in patients with resectable non-small el lung cancer (NSCLC) treated with neoadjuvant immunatherapy plus chemotherapy.

BACKGROUND

Neoadjuvant immunctherapy plus chemotheragy
has improved in esectable NSCLC, but

| biomarkerspredicting pathologic complete response
(6CR) and prognoss emain imited. This sty

| investigated ranscrptomic and immune features

assaciated with treatment response.
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METHODS

| & Study design:
 Patients: 70 patients with stage B-II
resoctable NSCLC treated at Nanjing Drum

etrospective cohort study.
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© Analyses: Immune colnfilation, ranseriptomic

transcriptomic signatures

and validation
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| & Samples: Basefin tumor biopsies (pre-veatment)

and post-reatment surgical specimens. n % —r——r—
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RNA-seq: basefine n = 66;post surgcl n = 70 Immune infiltration + Five-gene model
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Gene set enrichment analyss of

signatures, dynamic changes (pre vs. post) and
five-gone mode evaluaton.
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a Pathway enrichment by response

immune and interferon pathways enriched in pCR, whereas
metabolic, prffrative, and cell ycle pathways are enriched
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