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The gut microbiome modulates the immune system )
and has been associated with clinical outcomes in EXPERIMENTAL ARM / — readdats
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estimated counts.

Relative abundance data were analyzed using MaAsLin3 and LEfSe for
DAA. As many DAA methods rely on count data, estimated absolute
counts were also used to perform complementary analyses with

ALDEx2, ANCOM?2, Corncob, DESeq2, edgeR, LEfSe, MaAsLin3, and
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metagenomeSeq. Multivariate analyses were conducted with ANCOM?2
and MaAsLin3, adjusting for sex, age, BMI, and batch.
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Bacterial taxa were defined as consensus taxa only if identified by both relative
abundance—based MaAsLin3 and LEfSe, and by at least four count-based methods.
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Conclusion A consensus-based approach integrating multiple statistical methods identified robust taxa associated with pCR
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