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INTRODUCTION

METHODS

RESULTS

While EGFR mutations 

are common and 

actionable in NSCLC, 

the broader spectrum 

of concurrent genomic 

co-mutations and their 

clinical implications 

remain inadequately 

characterized in Indian 

real-world settings.

Consecutive patients 

with EGFR-mutated 

lung cancer harboring 

co-mutations, treated 

between March 2018 

and December 2025 

were retrospectively 

evaluated. 

• Co-mutation 

profiles, 

clinicopathological 

characteristics, 

treatment patterns 

and outcomes were 

retrieved from 

electronic medical 

records. 

• Survival outcomes 

were analyzed 

using the Kaplan-

Meier method.

CONCLUSION

• Concurrent co-mutations in EGFR-mutated lung cancer significantly influence clinical outcomes, highlighting the critical role of

comprehensive genomic profiling in optimizing personalized therapeutic strategies in real-world settings

Descriptive details of EGFR 

commutated cohort

Total Lung 
cancer patients: 
61.1%, N=1882

Actionable 
mutations 
identified: 

65.7%, N=1236

EGFR mutations 
detected: 

59.1%, N=731

EGFR with 
concurrent 
mutations 

N=188 

Frequent EGFR alterations

55.80%
N=77, 28.90%, 

N=38

17.20%, 
N=16

Exon 19 deletion Exon 21 L858R

Exon 20 insertion

EGFR mutations with concurrent 

mutations: N=188

TP53
67%, 

N=129
ALK 7%, N=14

PIK3CA 7%, N=14

ROS 6%, 
N=12

HER2 6%, N=11

MET 4%, N=8
KRAS 3%, N=5
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TP53 subtypes reported
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• Median age: 63 years (IQR 53-70.7)

• M:F ratio: 1:1.1

• ECOG (0-1): 90.4%

• NSCLC: 98.9%         Adenocarcinoma: 90%

• Stage IV: 85.1%

N=94

N=57

N=40 N=36

Bone Brain Lymph node Liver

Common metastatic sites

Prevalence of Liver metastases

First line systemic therapy: 92.0%, N=173

Monotherapy: N=89
Combination with 

chemotherapy: N=47 

EGFR-TKIs-based regimens

Osimertinib

39.4%

Gefitinib 

43%

Afatinib 

13.4%

ORR: 72.6%

Median follow-up 19.6 months

mOS of cohort 31.2 months (95%CI 26.9-35.4)

mOS of Adenocarcinoma – 32.8 months

mOS of Other Histologies – 14.9 months

mOS of TKI Alone – 30 months

mOS of TKI + Chemotherapy – 24.2 months

mOS of EGFR+TP53 – 32.8 months (95% CI 28.7-36.8)

mOS of EGFR+ALK – 15.4 months (95% CI 12.8-18.1)

mOS of EGFR+TP53 – 32.8 months (95% CI 28.7-36.8)

mOS of EGFR+ROS – 24.3 months (95% CI 12.4-36.1)

mOS of EGFR+ROS – 24.3 months (95% CI 12.4-36.1)

mOS of EGFR+MET – 20.2 months (95% CI NA-NA)

PDL1 testing performed: 67%, 126/188

Positive (TPS/CPS ≥1%): 53.1%, 67/126

High expression (TPS/CPS ≥50%): 

12.7% (16/126

Patients with 
Brain metastases 
(>60 years): 24.5%

Patients with 
Brain metastases 
(≤ 60 years): 39%

p = 0.033

Prevalence of Brain metastases

Patients with 
Liver metastases 
(≤ 60years): 11%

Patients with 
Liver metastases 
(>60years): 19.1%

p = 0.012

Treatment outcomes
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