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Disclosure

Artificial Intelligence (Al) Use Disclaimer

In accordance with the standards and guidance set forth by the Accreditation Council for Continuing Medical Education (ACCME), individuals in
control of content are required to disclose the use of artificial intelligence (Al) in the development of educational materials. Thisincludes
identification of the specific Al tool(s) utilized and a description of how Al contributed to content creation as a slide reference.

IASLC maintains oversight of all educational content and conducts a thorough review process to ensure that materials are evidence-based, fair-
balanced, and free from commercial bias, consistent with ACCME Standards for Integrity and Independence.

While Al may be used as a supportive tool in content development, it does not replace clinical expertise orindependent medic al judgment.
Learners are advised to critically evaluate all information presented and apply their own professional judgment when incorporating knowledge
into clinical practice.

*All individuals responsible for content must disclose within the slides if Al was used in the development of the material and specify which Al tool
was utilized.




SEPTEMBER 12 - 15, 2026

7 ®\: | 2026 World Conference
\ SEOUL, REPUBLIC OF KOREA

/# | on Lung Cancer

INTEGRAL Risk model W|th proteins identified from Discovery

JAMA | Original Investigation
Biomarker-Based Eligibility for Lung Cancer Screening
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* Pre-diagnostic blood lead-time <3 years.
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Zahed, Feng, et al for the LC3, JAMA 2026 Lung Cancer Cohort Consortium, Nature Comm 2023




IASLC | 7 | 2026 World Conference | SEPTEMBER 12 - 15, 2026
<f— | 3=/ | on Lung Cancer SEOUL, REPUBLIC OF KOREA

INTEGRAL Risk model Wlth proteins identified from Discovery

Identify a broader
range of proteins
associated with lung

cancer risk for long-
term prediction
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EPIC : European Prospective Investigation into Cancer and Nutrition.
ARIC : Atherosclerosis Riskin Communities.
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Circulating proteins associated with lung cancer risk in EPIC

Screening and Early
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