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Material and Methods
Study Workflow
1. Enrollment 2. Sample Collection 3. NGS Analysis 4. Clinical Reference 5. Data Analysis
(Same Day)
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Ad.vanced NSCLC : Alphaliquid-100 Conventional tissue testing Assess actionable mutation
patients undergoing EBUS-SN ¢fDNA  Plasma ¢fDNA NGS panel (EGFR. ALK, ROS1) detection rate, maximal VAF,
EBUS-TBNA and concordance

Study Summary
In this prospective observational study, patients with advanced NSCLC undergoing EBUS-TBNA were enrolled. Paired EBUS-SN cfDNA and
plasma cfONA samples were collected on the same day and analyzed using the Alphaliquid-100 NGS panel. Conventional tissue testing

(EGFR, ALK, and ROS1) served as the clinical reference. Actionable mutation detection rate, maximal variant allele frequency (VAF), and
concordance between sample types were evaluated.




Results

EBUS-SN ctDNA
Detection Rate
88.0% (22/25)

Plasma ctDNA
Detection Rate
84.0% (21/25)

Tissue routine
Detection Rate
40.0% (10/25)

12.0%

60.0%

Il Mutation detected (22/25)

Il Mutation detected (21/25) Il Mutation detected (10/25)

Not detected (3/25) Not detected (4/25) Not detected (15/25)
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Detection rate based on 25 paired cases

EBUS-SN ctDNA (n = 25)

EGFR Family
ALK

(36.0%)

MET

BRAF V600E

ERBB2 (Y772_A775dup)
| KIF5B::RET

FGFR3 R248C

! Unknown / No driver
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9 (36.0%)
3 (12.0%)
3 (12.0%)
1 (4.0%)
2 (8.0%)
1 (4.0%)
1 (4.0%)
1 (4.0%)
1 (4.0%)
3 (12.0%)

Actionable alteration detected: 22/25 (88.0%)
Unknown / No driver: 3/25 (12.0%)

|

Plasma ctDNA (n = 25)

I EGFR Family
B ALK

(32.0%) .

BRAF V600E
ERBB2 (Y772_A775dup)
I KIF5B::RET

| FGFR3 R248C

Unknown / No driver

|

Actionable alteration detected: 21/25 (84.0%)
Unknown / No driver: 4/25 (16.0%)

8 (32.0%)
3 (12.0%)
3 (12.0%)
1 (4.0%)
2 (8.0%)
1 (4.0%)

1 (4.0%)
1 (4.0%)
1 (4.0%)
4 (16.0%)




Results

A cfDNA Concentration (100-300 bp) in Paired
EBUS-SN and Plasma Samples

2.10 ng/mi

Wilcoxon signed-rank test

3.51 ng/ml

P=0.107
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Maximum Variant Allele Frequency in Paired
EBUS-SN ctDNA and Plasma ctDNA

54.23%

Wilcoxon signed-rank test

5.97%

P < 0.0001
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Results

Turnaround Time (Days) in Paired
A. EBUS-SN B. Plasma EBUS-SN and Plasma Samples

Gender Gender
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*Wilcoxon signed-rank test.
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